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Background

Early screening of type 2 diabetes mellitus (DM), a hyperglycemia phenotype associated condition, Is essential for preventive treatment and
effective delay of diabetes clinical complications [1]. However, testing for hyperglycemia phenotype (fasting blood glucose > 110 mg/dl) often
requires invasive and painful blood testing, limiting its large-scale usefulness. To overcome this constraint salivary glucose assays have recently
being applied with the purpose of screening hyperglycemia and type 2 DM [2]. Literature results regarding glycemia and salivary glucose
relationship in diabetics or in healthy individuals are controversial. On the other hand, to the best of our knowledge no cross-validation has been
done on type 2 DM / hyperglycemia detection models based on salivary glucose. We have performed a systematic review and meta-analysis on
previous studies and cross-validated a type 2 DM / hyperglycemia phenotype predictor model based on salivary glucose.

Experimental Methods

We conducted a meta-analysis
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Results

Prediction model Prediction accuracy (%)
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Conclusions

Salivary glucose has potential to be used as a hyperglycemia phenotype biomarker combined with other salivary biomarkers and
associated with sensitive portable technology.

Salivary glucose don't show enough cross-validation performance to be used as a hyperglycemia phenotype global biomarker and
therefore predictions should be based on region specific models.
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