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Introduction

Although autosomal STRs are commonly used for forensic investigations, Y-chromosome STRsS provide very useful information in paternity investigation cases without alleged father and investigation cases where
paternal lineage identification can be assessed.

The aim of this study Is to present an extended 16 Y-STR Portuguese Population Database of 214 Southern Portugal individual samples for forensic purpose, including the 8 Y-STR minimal haplotype — DYS19,
DYS389 l/ll, DYS390, DYS391, DYS392, DYS393, DYS385 (Gusméo et al, 2001, D Syndercomb-Court, personal communication) and Y-STR loci included in the Y-Chromosome GEP-ISFG collaborative exercise — DYS437, DYS438,
DYS439, DYS460, DYS461, GATA AlO, GATA C4, GATA H4 (Paula Sanchez-Diz et al, Results of the GEP-ISFG collaborative study on two Y-STR tetraplexes — GEPYI| and GEPY II, 2002 ).

Results and Discussion
HAPLOTYPE POPULATION DATABASE

Table 1 shows some results of the 16 Y-STR Haplotype Portuguese Population Database, mainly haplotypes

Tabelal. Some 16 Y-STR haplotypes detected in a Shouthern Portuguese Population shared by several individuals.
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1. When performing a 16 Y-STR study the genetic diversity was successfully increased. \With the 8 Y-STR minimal

;5 | 1 1] 13 20 fli 11 11 17 141g 15 0 13 10 13 14 1 )] haplotype, haplotype clusters can be detected involving several non-related individuals, whereas with a 16 Y-STR haplotype,

haplotype clusters involve only 2 or 3 non-related individuals.

2. The 16 Y-chromosome STR haplotypes seems to be extremely important to solve complex fore
population studies to obtain unique paternal profiles and to determine specific population charz




