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ldentificacdo da espéecie em amostras biologicas no ambito de pericias forenses

Contribuicao importante e relevante na resolucao de investigagcoes criminais
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Genes do mtDNA:
Grande variabilidade entre espécies;
Bem conservados dentro de cada especie;

Cytb, 125 rRNA, 16S rRNA, CO1.
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Caracteristicas geneéticas
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Selecao e descricao do material a analisar
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Species Markers
SPID2716 | SPIDI350 | SPIDé39 | SPIDI051 | SPID2975 | SPID2173
Hamo sapiens (Human) 10 I 11 8 10 11
Bos taurus (Cattle) 11 16 9 13.5 I 14
Canis lupus (Dog/Wolf) 19 12 1.5 12 19.5 14.5
Capra hircus (Goat) 11 14.5 11 14 13 13.5
Equus caballus (Horse) 18 25 16 16 17 15
Felis catus (Cat) 13 13.5 14 I5 19.5 12
Mus museulus (Mouse) 12 I 10 15 15 14
Oryctolagus cuniculus (Rabbit) 18 11.5 11.5 12 16 15.5
QOvis aries (Sheep) 11 15 13 14 12 16
Sus scrofa (Domestic pig/Wild boar) 14 17 13 13 16 9
Capra pyrenaica (Iberian ibex) I1.5 14.5 11 14 13 13.5
Rattus norvegicus (Brown rat) 12 13.5 9 13.5 14 14
Martes foina (Beech marten) 16.5 14.5 13 14.5 21 9.5
Mustela putorius furo (Ferret) ) 15 15 14 20 10.5
Meles meles (European badger) 15 14 NA 14 25 13.5
Nyctereutes procyonides (Racoon dog) 19 11.5 11.5 12 19 12.5
“Hedgehog” 13 145 NA 12.5 17 9.5
Atelerix albiventris (African pygmy hedgehog) 9 8 NA NA 29 10.5
Mesocricetus auratus (Hamster) 1.5 15.5 8 13.5 12.5 13
Cavia porcellus (Guinea pig) 17 14.5 12.5 12.5 18.5 NA
Genetta genetta (Common genet) 10.5 I NA 14 17.5 11.5
Cervus elaphus (Red deer) 11 16 8 13.5 13.5 13
Capreolus eapreolus (Roe deer) 11 15.5 8 13.5 12.5 13
Dama dama (Fallow deer) NA 15.5/16 8 13.5 13.5 13
Alces alces (Moose) 16 15 15 14 19.5 10.5
Ursus arctos (Brown bear 14.5 12 15.5 13.5 20.5
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BLAST® Home RecentResults Saved Strategies Help

Basic Local Alignment Search Tool ‘
N BLAST+ 2.14.0 is here!
3 LA ’ BLASTX, and TBLASTN are faster than before.

BLAST finds regions of similarity between biological sequences. The E BLASTP,
program compares nucleotide or protein sequences to sequence w
databases and calculates the statistical significance. Learn more 5 Fri, 28 Apr 2023 [ More BLAST news

Sus scrofa
(porco)

\_

\ Web BLAST
~ (|EEE .L L

J




	Diapositivo 1: IDENTIFICAÇÃO DE ESPÉCIE ANIMAL: MÉTODOS DE ANÁLISE NOS  LABORATÓRIOS DO PORTO DO SGBF INMLCF

